Complete mitochondrial genome of Sarcocheilichthys parvus (Cypriniformes, Cyprinidae).
The complete mitochondrial genome of Sarcocheilichthys parvus was first obtained. The genome is 16,677 bp in length with 56.36% A+T content, consisting of 13 protein-coding genes, 2 ribosomal RNA genes, 22 transfer RNA genes, and 1 noncoding control region. It has the typical vertebrate mitochondrial gene arrangement.